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e Chemical name: e.g. INSULIN

* Brand name (drug name): e.g. Argireline

e Generic name: e.g. Somavubove

e CAS Registry Number: e.g. 1190939-33-3

* GenBank Number: e.g. GenBank KT001084

e ECnumber: e.g. EC3.2.1.83

Search
& All Search by Substance Name, CAS RN, Patent Number, etc.
© Substances Enter a query...
B Reactions

Use Advanced Search for Molecular Formula, Substance Property, or Experimental Spectra

B References
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Substances ~  insulin

« Return to Home

Filter by
~ Commercial Availability

Available (1)

~ Reaction Role
Product (1)
Reactant (1)
Reagent (1)
Catalyst (1)

~ Reference Role

Adverse Effect (1)

& Substances

@ References - B Reactions -
9004-10-8 ~
View Detail 2

Image Mot Available

Unspecified
Insulin

B 256K 8 211 ®6
References | Reactions Suppliers

616204-22-9 S

View Detail

W

Absolute stereochemistry shown
C34HgoN140125
Argireline

Protein/Peptide Sequence
Sequence Length: 6

& 568 B 99 = 48
References = Reactions Suppliers

126752-39-4 R
View Detail

Image Not Available

Unspecified
Somavubove

Protein/Peptide Sequence
Sequence Length: 191

& 13
References

2092642-35-6 K
View Detail =
Image Mot Available

Unspecified
GenBank KT001084

Nucleic Acid Sequence
Sequence Length: 22089

-
Reference
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1190939-33-3 R
View Detail

- Y
Absolute stereochemistry shown

C1gH29Ns0g

L-Proline, L-alanyl-L-glutaminyl-L-prolyl-
Protein/Peptide Sequence

Sequence Length: 4

-
References

37288-59-8 K
View Detail

Image Mot Available

Unspecified
EC 3.2.1.83

8 126 B
References | Reaction
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References ~  Argireline
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< Return to Home

Filter by
~ Relevance

Best (7)
Good (471)

Learn more about Relevance...

~ Document Type

~ Substance Role
Adverse Effect (2)
Analytical Study (2)
Biological Study (442)
Nanoscale (3)

Preparation (17)

References w

@ Substances » B Reactions v 66 Cited By ~

Get Substances from References cy of argireline, a synthetic hexapept

-ontrolled study.
All Results

a0, Shengxiang; Pan, Ping; Li, Ping; Huo, Jia
AMerican journal or cinical aermatology (2013), 14(2), 147-53 | Language: Engli
View Reference Detail

Abstract: BACKGROUND: Argireline is a synthetic peptide that is patterned fron
has been shown to reduce the degree of facial wrinkles. Itis reported to inhibit |
ternary SNARE complex and by interfering in catecholamine release. The anti-wi
Chinese subjects. OBJECTIVE: The objective of the study was to evaluate the safe
peri-orbital wrinkles in Chinese subjects. METHODS: A total of 60 subjects receiv
in aratio of 3:1. Argireline or placebo was applied to their peri-orbital wrinkles 1
made for the improvements in wrinkles. In the subjective evaluation, Daniell's c|
make a global assessment of changes in the appearance of peri-orbital lines. In

€ Return

to Home

Filter by

<

¢

<

<

>

¢

Commercial Availability
Reaction Role
Reference Role
Stereochemistry
Number of Components

Substance Class

Organic/Inorganic Small
Molecule (1,081)

Manual Registration (435)
Polymer (331)
Protein/Peptide Sequence
(309)

Salt and Compound With (188)
View All

Isotopes

Metals

Molecular Weight

© Substances o

& References ~ B Reactions ~

616204-22-9 R
View Detail L

Absolute stereochemistry shown

CaaHgoN140125
Argiralina.

'® Suppliers

1205679-02-2 K
N

View Detail

Absolute stereochemistry shown

C32HseN1a01S

| r Gl | e alutansd L osarhinel |

Sort: Relevance »  View Partial -
P = & sae

1389329-62-7 &

View Detai

Absolute stereochemistry shown

CarHi2iN1301055

| Airnirhina 8 acand | s aloeamad Lo
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@ 468 B % ® 47

References  Reactions Suppliers
1589085-74-4 3
View Detail L

@0

References

1589085-73-3 K
¥

View Detail

Sequence Length: 6

@s A 30

References  Reactions

92662-83-4 3

View Detai
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& Substance Detail (1 or2621)

CAS Registry Number

616204-22-9

C34HegoN140125

Key Physical Properties
Molecular Weight
Density (Predicted)

pKa (Predicted)

Protein/Peptide Sequence
Sequence Length: 6
modified

% Related Sequences (85)

B References (568) B Reactions (99) ® Suppliers (48)

y N

0 E/\M

Absolute stereochemistry shown

L-Argininamide, N-acetyl-L-a-glutamyl-L-a-glutamyl-L-methionyl-L-glutaminyl-L-arginyl-

value
888.99
1.54+0.1 g/em?

4.43£0.10

"y

o

Condition

Temp: 20 °C; Press: 760 Torr

Most Acidic Temp: 25 *C

Next +

1] # Save
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v Other Names
~ Sequence Details

Sequence: linear

1 EEMQRR -

Sequence Modifications
Type
terminal med.

terminal mod.

<

Predicted Properties
~ Predicted Spectra

v Target Indicators

v Regulatory Information

v Additional Details

Location
glutamic acid-1

arginine-6

Description
N-acetyl

C-terminal amide
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Structure Match

As Drawn (1)

Substructure (585)

Similarity (938K)

- Structure Precision

Conventional Results (584)

Filter by

~ Commercial Availability
~ Reaction Role
~ Reference Role

~ Stereochemistry

Absolute Stereo Match (584)
No Stereo in Answer Structure
™)

~ Number of Components

<

Substance Class

<

Isotopes

<

Metals

<

Molecular Weight

<

Regulatory Information

<

Bioactivity Indicator

<

Target Indicator

<

Search within Results

© Substances s

@ References ~

1190939-33-3 K
View Detail

Apsoluse stereochemistry shown
C1gH2aN505
L-Proline, L-alanyl-Lglutaminyl-L-prolyl-

Protein/Peptide Sequence
Sequence Length: 4

B2
References

547751-69-9 R
View Detail

‘.wr‘

Absolute stereocnemistry shown

C1gH2sNs07

L-Proline, L-seryl-L-glutaminyl-L-prolyl-
Protein/Peptide Sequence

Seguence Length: 4

[
Reference

B Reactions v

® Suppliers v

1351352-05-0 K

View Detail

Absolute stereochemistry shown

C21H3sNs0g

L-Proline, L-leucyl-L-glutaminyl-L-prolyl-

Protein/Peptide Sequence
Sequence Length: 4

B3 &1
References  Reaction

1537874-95-5 R

View Detail

Absolute stereochemistry snown
C22H3sN705

L-proline, glycyl-L-glutaminyl-L-glutam
inyl-L-prolyl-

Protein/Peptide Sequence

Seguence Length: 5

81
Reference

Sort: Relevance

g

W Save

1190939-22-0 K
View Detail

Absolute stereochemisty shown
CagH32Ng07

L-Proline, L-glutaminyl-L-glutaminyl-L-
prolyl-

Protein/Peptide Sequence

Sequence Length: 4

B2
References

191922-08-4 K

View Detail

Absolute stereoehemistry shown
CaaH37N705

L-proline, N-acetylglycyl-L-glutaminyl-L-
glutaminyl-L-prolyl-

Protein/Peptide Sequence

Seqguence Length: 5

B &1

Reference  Reaction

View Partial ~

it/ M SRR
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Structure Match
As Drawn (1)

Substructure (585)
similarity (938K)

Filter by

~ similarity

>=99 (1)

9598 (8)

90-94 (195)
8589 (4,006)

© Substances qoy

B References~ B Reactions ~

1190939-33-3 R
View Detail 2

Absoluce stereochemistry shown

CigHzsNs05
L-Proline, L-alanyl-L-glutaminyl-L-prolyl-

FRARE %

¥ Suppliers +

1351352-05-0 3
N

View Detail

Absolute stereochemistry shown
Ca1H3sNsOg
L-Proline, L-leucyl-L-glutaminyl-L-prolyl-
Protein/Peptide Sequence
Sequence Length: 4

Sort: Relevance v View Partial «

0] * save

956007-88-8 L3
View Detail

Absolute sterescnemistry shown

Ci7H2N4O0g
L-Proline, N2-acetyl-L-glutaminyl-L-prolyl-

80-84 (37K)
View All s a1 L
References References = Reaction Reference
+ Commercial Availability
o TR 1190939-22-0 K 1190939-40-2 K 1799916-09-8 3
View Detal = View Detall View Detail =
~ Reference Role L)_(~ %
~ stereochemistry {
s
+ Number of Components ‘o~ X J1 A L,
v BT Assoluce stereschermisiry shown Absalute stereochermisty shown
© =h C20H32NE07 CigHzsNs05 C21H35NsOg
oo pes L-Proline, L-glutaminyl-L-glutaminyl-L- L-Proline, L-glutaminyl-L-alanyl-L-prolyl- L-Proline, L-glutaminyl-L-leucyl-L-prolyl-
v Metals prolyl- Protein/Peptide Sequence Protein/Peptide Sequence
Protein/Peptide Sequence Sequence Length: 4 Sequence Length: 4
¥ Molecular Weight Sequence Length: 4
~ Regulatory Information
suleton B2 B2 B
- Bioactivity Indicator References References Reference
v Target Indicator
160790-68-1 R 547751-69-9 R 1537874-47-7 R
~ Search Within Results View Detail al View Detail al View Detail =
®
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~ Bioactivity Indicator

Anti-infective agents (159)
Dermatological agents (155)
Receptor antagonists (140)
Radioprotectants (135)

Anti-inflammatory agents
(115)

View All

~ Target Indicator

Ligand-binding proteins (140)
Enzymes (109)

RNA formation factors (104)
Glycoproteins (88)
Membrane proteins (88)

View All

~ Search Within Results

ADsolute stereochemistry shown

c91H1”I-f1N1201?53

L-Ornithine, N-[(9H-fluoren-9-ylmethoxy)
carbonyl]-L-a-glutamyl-L-methionyl-N-
(tr...

Protein/Peptide Sequence

Sequence Length: 5

@1 B 6

Reference Reactions

140194-24-7 R

View Detail

Absolute stereochemistry shown, Rotation (-)

0
1

ADsolute stereochemistry shown

c82H99N11O1453

L-Ornithine, N-[(9H-fluoren-9-yImethoxy)
carbonyl]-L-methionyl-N-(tripheny
Imethyl...

Protein/Peptide Sequence

Sequence Length: 4

1 85
Reference Reactions
214047-00-4 R
View Detall =
TTTOT T

L.
1

o

Absolute stereochemistry shown

CBQH?SN?DW
Matrixy!

Protein/Peptide Seguence
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© Substance Detail (101)

B Reference(1)

CAS Registry Number

1000613-79-5

C78H100BrN1301552

D-tryptophyl-NE-[1-{4,4-dimethyl-2,6-dioxocyclohexylidene)ethyl]-L-lysyl-L-threonyl-L-cysteinyl-, cyclic (2—7)-disulfide

Key Physical Properties
Molecular Weight
Density (Predicted)
pKa (Predicted)

Spectra

Protein/Peptide Sequence
Sequence Length: 8
modified (modifications unspecified)

% Related Sequences (676)

B Reactions (7)

'-I-l W Save

~ Sequence Details
Sequence: linear
CTY 0L w
o )

Sequence Modifications

FCFWKTCT

FeolfE BV

Absolute stereochemistry shown Type Location Description
bridge cysteine-2 to cysteine-7 disulfide bridge
L-Threonine, N-[2-bromo-4-[[[(1,1-dimethylethoxy)carbonyl[[[(1,1-dimethylethoxy)carbonyllaminoliminomethyllaminolmethyllbeg modification phenylalanine] undetermined modification
- maodification lysine-5 undetermined modification
Value Condition
1651.74 -
1.4210.1 g/cm? Temp: 20 °C; Press: 760 Torr
3.18+0.10 Most Acidic Temp: 25 °C
Y A=)
HiiliRelated Sequences ] LA 3k15
= f, Y
AN R BRI AE G 31
Expand All | Collapse All pr— ®
=== CAS
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v~ Sequence Details
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~ Experimental Property
~ Regulatory Information
~ Bioactivity Indicator

~ Target Indicator

~ Search Within Results

® Draw

BRIF67625 A R A K51

& Substances e

83150-76-9 R
View Detail

Absolute stereochemistry shown, Rotation (-}

CagHgsN1001052
Octreotide

Protein/Peptide Sequence
Seqguence Length: 8

8 11K B 258 = 53
References = Reactions Suppliers

205652-45-5 (S

View Detail

96443-50-4 K
View Detail
Q.. .
. L_x -l
L .
:..“-r.ql:
PSS U
e "
Absolute stereachemistry shown
CagHgaN 1901152
Octreotate

Protein/Peptide Sequence
Sequence Length: 8

8 76 A9 =1
References  Reactions Supplier

119643-69-5 [

View Detail

Sort: Relevance -  View
99685-66-2 R
View Detail

-
. i I
N

L

chemistry shown

Abszolute ster

CagHegsN11010S2
D-Phenylalanyl-L-cysteinyl-L-phenyla
lanyl-D-tryptophyl-L-lysyl-L-threonyl-L-
cyst..

Protein/Peptide Sequence

Sequence Length: 8

8 36 A 1
References = Reactions

328072-88-4 K
View Detail
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Patent Markush Match

As Drawn (16)

Substructure (443)

Filter by
~ Patent Office

World Intellectual Property
Organization (11)
United States (4)

5pain (1)

© Patent Markush s

@ References

W02017216177

View Reference Detai

W02016210141

View Reference Detai

Sort: Relevance «

0 * Save

Patent claim 1

PATENTPAK ~ Full Text «

Patent Language Kind Code PatentPak Options
WOQ2017216177 English Al PDF | PDF+ | Viewer
FR3052453 French Al PDF | PDF+ | Viewer

Patent claim 1

PATENTPAK ~ Full Text -

There are no notes to display for this structure.

WO 2017216177 PCT/EP2017/064439
22
CLAIMS
1. Peptide comprising from 3 to 10 amino acids including at least one peptide sequence

KHAC)GI or a peptide sequence K*{Ac)IIG and which may comprise an N-terminal and/or

C terminal modification,

Wherein:

o K# is selected from the group consisting of: lysine (Lys, K), ornithine (Orn),
diaminobutyric acid (Dab), diaminopropionic acid (Dap) and a hydroxylated derivative ol
thereof;

o K#(Ac) corresponds to a lysine, ornithine, diaminobutyric acid, diaminopropionic acid or
a hydroxylated derivalive thereol, acelylated on the amine of their lateral hydrocarhon
chain;

«  Said modification at the N-terminus is -CO-R; or -80:-R,;

o Said C-terminal modilication is selected from the group consisting of -OR,,-NH., -NHE,

and -NR, R.; and
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References +  "antibody-drug conjugate”

x @ Draw n * @ a

Based on your query, we've
returned the most relevant results.
Would you like to load the entire
result set?

Learn about result relevance.

d More Results

Filter by

~ Document Type
~ Language

~ Publication Year

2020

No Min  to No Max

View Larger

<

Author

<

Organization

<

Publication Name

<

Concept

<

CAS Solutions

<

Formulation Purpose

<

Database

<

Search Within Results

References 13

© Substances ~ B Reactions ~ &6 Cited By ~ lﬂ N Kk save

1

Combination of antibody-drug conjugate and tubulin inhibitor
By: Ogitani, Yusuke: Ishii, Chiaki: Kamai. Yasuki: Sugihara, Kiyoshi: Nagase, Shotaro
World Intellectual Property Organization, WO2020031936 A1 2020-02-13 | Language: Japanese, Database: CAplus

The invention provides a pharmaceutical composition characterized by being administered in a combination of a tubulin inhibiter
and an antibody-drug conjugate in which an exatecan derivative as a linker and an antibody are bound via a thioether bond,
and/or a treatment method characterized by administering, to a subject, the antibody-drug conjugate in combination with the
tubulin inhibitor.

PATENTPAK ~ Full Text « © sSubstances(19) @ Citation Map

2

Potential drugs used in the antibody-drug conjugate (ADC) architecture for cancer therapy

By: Yaghoubi, Sajad; Karimi, Mohammad Hossein; Lotfinia, Majid; Gharibi, Tohid; Mahi-Birjand, Motahare; Kavi, Esmaeil; Hosseini,
Fahimeh; Sineh Sepehr, Koushan; Khatami, Mehrdad: Bagheri, Nader; et al

Journal of Cellular Physiology (2020). 235(1). 31-64 | Language: English, Database: CAplus

A review. Cytotoxic small-mol. drugs have a major influence on the fate of antibody -drug conjugates (ADCs). An ideal cytotoxic
agent should be highly potent, remain stable while linked to ADCs, kill the targeted tumor cell upon internalization and release from
the ADCs, and maintain its activity in multidrug-resistant tumor cells. Lessons learned from successful and failed experiences in ADC

View More ~

Full Text - © Substances(2) &6 Cited By (3) @ citation Map

3

Humanized or human monoclonal antibodies and antibody-drug conjugates specific to human
RAGE ectodomain for cancer immunotherapy

Sort: Publication Year: Newest ~  View: Partial Abstract -
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Multiple myeloma (264)
Enzymes (262)

Toxins (257)

PUAZGYMBIRY) . Bhl. ez, ST

X Concept

Top Count Alphanumeric

Mammary gland neoplasm
(883)

Immunoglobulin fragments
(797)

Antineoplastic Agents (726)
Humanized antibodies (700)
Antibodies, Monoclonal (693)
Passive immunotherapy (631)
Immunotoxins (597)
Single-chain antibodies (584)

Epidermal growth factor
receptor HER2 (581)

Female (571)

Combination chemotherapy
(540)

Immunoglobulin heavy chains
(528)

Cancer immunotherapy (520)

Cancel

Search

FEPUUTS (U1

Antibodies, Monodlonal,
Humanized (395)

Therapeutic antibodies (382)

(<]

Cytotoxic agents (379)
Melanoma (366)
Drugs (356)

Epitopes (350)
Neoplasms (348)
Drug targets (339)
Hodgkin disease (337)

Targeted drug delivery
systems (337)

Radionuclides (333)
Cell proliferation (325)
Labeled antibodies (320)

Linking agents (318)

Multiple myeloma (264)
Enzymes (262)

Toxins (257)

CD30 antigens (252)
Maytansine (250)

T cell {250)
Immunoassay (249)

single-domain antibodies
(249)

Immunoglobulin Fv fragments
(246)

Apoptosis (245)

Immunoglobulin Fc fragments
(244)

Programmed cell death
protein 1 (244)

Liver neoplasm (240)
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Processes for preparing glycoprotein-drug conjugates
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sai, Shih-Chong; Lee, Chun-Chung; Lee, Meng-Sheng; Chen, Ching-Yao; Chuang, Shih-Hsien; Chen, Yi-Jen; Wei, Win-Yin

Abstract: A process for modifying glycoproteins is provided. The invention aiso provides & process for producing gfycoprotein-payioad

conjugates, as well 35 the conjugates produced theredy.

Tri-mannosyl core

R

4
MGAT-1GaT-1, N-Acety
glucosaming transferase)

Strategy?2

MAT- [GrT1)
MGHT-2 (67-2)

RN
DBCO- 1

Payload A

MGAT-
GnT-2
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DAR=2A+28

Sequential

One step

PATENTPAK Viewer  Full Text
Patent Family
Patent Language KindCode PatentPak Options Publication Date  Application Number  Application Date
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Expand All | Collapse All
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v Substances
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Glycoprotein-Payload Conjugate: Antibody-Drug Conjugate
View Formulus® Detail
Location: Claim1, 2, 3, 10,11,12
Purpose:  Antibody-drug conjugates
Component Function Amount Reported
v Group: modified glycoprotein -
~  Group: payloads -
Linking agents - -
Glycoprotein-Payload a/B Conjugate: Antibody-Drug Conjugate
View Formulus® Detail &
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Biosequences: iz FiBlastis & £ #1751

Searching for... Biosequences

Enter a protein or nucleotide string, or upload a .txt or .fasta file. Learn more about Biosequence Search.

&b All

BLAST CDR Motif Upload Sequence Clear Search
@ Substances

Sequence Type:

LA MEASZ -
A Reactions GSETATSGSETAGTSESATSESGAGSTAGSETSTEAGTSESATSESGAGSE TATSGSETAGSETATSGSETAGTSTEASE . : @%414:&%:@?4._
GSASGTSTEASEGSASGTSESATSESGAGSETATSGSETAGTSTEASEGSASGSTAGSETSTEAGTSESAT Nucleotide Protein
Protein-Protein
References Search Within: . .
Nucleotides @ Proteins Protein-Nucleotides
™ Suppliers

, Nucleotide-Nucleotides
Limit Total Sequence Results to:

10 . Nucleotide-Proteins
< Biosequences
Q, Start Biosequence Search

Advanced Biosequence Search v

Sources: https://scifinder-n.cas.org/help/#t=Searching_in_SciFinder-
n%2FBiosequence_Search%2FBiosequence_Search.htm&rhsearch=b

iosequence&rhhlterm=biosequence&rhsyns=%20 — ®
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Searching for...

5o All

© Substances
B Reactions
References

™ Suppliers

<> Biosequences

Biosequences

Enter a protein or nucleotide string, or upload a .txt or .fasta file. Learn more about Biosequence Search.

BLAST CDR

GSETATSGSETAGTSESATSESGAGSTAGSETSTEAGTSESATSESGAGSETATSGSETAGSETATSGSETAGTSTEASE
GSASGTSTEASEGSASGTSESATSESGAGSETATSGSETAGTSTEASEGSASGSTAGSETSTEAGTSESAT

Advanced Biosequence Search

Alignment Identity % @

Motif

Match with Gaps?

Upload Sequence Clear Search

Sequence Type:

Search Within:

Nucleotides @ Proteins

Limit Total Sequence Results to:

100

Q Start Biosequence Search

Adjust Parameters for Short Sequences | Reset All

Gap Costs @

- Yes @ No Existence 11 Extension 1 ~
Query Coverage % @ Word Size @ Scoring Matrix @
90 3 - BLOSUM&2 -
BLAST Algorithm E-Value @ Exclude Low
Complexity Regions @
BLASTp - 10 y
Yes @ No

Query coverage = coverage/query
Sequence identity= matches/coverage

(Coverage = matches + mismatches)
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AL

L E e

Return to Home

BLAST Search Details

Sequence Type: Protein
Search Within: Proteins
BLAST Algorithm: BLASTp.
Sequence Identity: -
Query Coverage: 90%
EValus: 10

Match with Gaps?- No
Gap Costs: Existence 11
Extension 1

Visually explore sequence
similarity with a new tool
aut Bioscape.

~ Query Coverage %

C—)
Q o
100

~ Subject Coverage %

C—
a o
100

4 Sequence |dentity %

(O — )
o 0
100

<> Biosequences o

Query Details

GSETATSESETAGTSESATSESGAGSTAGSETSTEAGTSESATSESGAGSETATSGSETAGSETATSGSETAGTSTEASEGSAS,

Expanded ~

Sequence Identity: 100%

Query @

Matches: 151
Mismatches: 0

Subject @u

View Less ~

Alignment

Alignment Data
BLAST Score: 711
E-Value: 2.34675e-74

References

Q 1 GSETATSGSE TAGTSESATS
FECELEEELE FEEEEIT

s 1 GSETATSESE TASTSESATS

Q 71 TAGTSTEASE GIASGTSTEA
FECELEEEEE TR

s 71 TAGTSTEASE GSASGTSTEA

Q 141 STEAGTSESA T 151
e

s 141 STEAGTSESA T 151

ESGAGSTAGS ETSTEAGTSE SATSESGAGS ETATSGSETA GSETATSGSE 7@
TECELEEERE TERREEEEE FEEREEEEE TR T e
ESGAGSTAGS ETSTEAGTSE SATSESGAGS ETATSGSETA GSETATSGSE 78
SEGSASGTSE SATSESGAGS ETATSGSETA GTSTEASEGS ASGSTAGSET 148
TECELEERE TEEREETEEE PO EEE TR R FEELEe
SEGSASGTSE SATSESGAGS ETATSGSETA GTSTEASEGS ASGSTAGSET 148

FrA LR HEAS
U IIECE S
W& Fr 51 & R SCR

§ References

Sequence Identity: 100%

Matches: 151
Mismatches: 0

Subject

View Less ~

Alignment

Alignment Data
BLAST Scare: 711
E-Value: 2.34675e-74

References

§ References
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Query Coverage%=Alignment Length/Query Length *100%
Subject Coverage %=Alignment Length/Subject Length*100%
Sequence identity %=No. of Matches/Alignment Length*100%

Coverage = matches + mismatches = Alignment Length

BLAST Search Details

Sequence Type: Protein
Search Within: Proteins
BLAST Algorithm: BLASTp
Sequence ldentity: -
Query Coverage: 90%
E-Value: 10

Match with Gaps?: No
Gap Costs: Existence 11
Extension 1

Word 5ize: 3

Visually explore sequence
similarity with a new tool
bout Bioscape

> Biosequences

Query Details

Query @

GSETATSGSETAGTSESATSESGAGS TAGSETSTEAGT SESATSESGAGSETATSGSETAGSETATSGSETAGTSTEASEGSAS...

View: Expanded -

View More

Sequence Identity: 58.94%

Matches: 89
Mismatches: 62

Subject @I

View Less ~
——

Alignment

Alignment Data
BLAST Score: 394
E-Value: 3.25269e-37

References

@ References

~ ENalue
Q 1 GSETATSGSE TAGTSESATS ESGAGSTAGS ETSTEAGTSE SATSESGAGS ETATSGSETA GSETATSGSE 7@
0 - w s+ ] 4 TETEE CTETE T s o o+
- s 26 GSSTPSGATG SPGASPETSS TESPGSPAGS PTSTEEGTSE SATPESGPGT STEPSEGSAP GSPAGSPTST 95
¢ -
Q 71 TAGTSTEASE GSASGTSTEA SEGSASGTSE SATSESGAGS ETATSGSETA GTSTEASEGS ASGSTAGSET 148
T R T L IR
s 96 EEGTSTEPSE GSAPGTSTEP SEGSAPGTSE SATPESGPGS EPATSGSETP GSEPATSGSE TPGSPAGSPT 165
Q
Q 141 STEAGTSESA T 151
. © T
s 166 STEEGTSESA T 176
- 0,
89/151=58.94%
~ Subject Coverage % 2 Sequence |dentity: 58.94%
OO
aer @ @
20 to !
20 Matches: 89
Mismatches: 62
~ Sequence Identity % Subject (1 |
Q ;
View Less
53 w
Alignment Subject References B References
59
Alignment Data
BLAST Score: 394
Reset Filters E-Value: 3.252692-37
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Query Coverage%=Alignment Length/Query Length *100%
Subject Coverage %=Alignment Length/Subject Length*100%
Sequence identity %=No. of Matches/Alignment Length*100%

Coverage = matches + mismatches = Alignment Length
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BLAST Search Details

Sequence Type: Protein
Search Within: Proteins
BLAST Algorithm: BLASTp
Sequence |dentity: -
Query Coverage: 90%
E-Value: 10

Match with Gaps?: No
Gap Costs: Existence 11
Extension 1

Word Size: 3

Bioscape Analysis

Visually explore sequence
similarity with a new tool.
Learn more about Bioscape.

Create Bioscape Analysis

== SCIFINDER"

-~ —
M ;5 0LUTION

@¢ ¥

Sequence Similarity

58 9% - 100

: —

Multiple CAS RNs Associated with this
Sequence

More Similar

%

‘ »///

"] Select Sequence ‘E‘
®
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Mgt . cps SoLUTION

L ®

. v

. |

Al |

] Undetermined |

Tit./Abs./Cla. ]

] Active “

Simple legal status None |
[J Inactive
[ Pending

Reset v L \

i~} Select Sequence
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Exit

== SCIFINDER"
S a5 soLUTON
Selected (36) X ._'
) Y,
Sequence Result 84 54 \ \ ’ | { /
Sequence Result 5 42 /
Sequence Result 35 25 \ \ / ’ / /
Sequence Result 4 23 | \ | ' . /
Sequence Result 25 23 |
Sequence Result 33 23
Sequence Result 38 23 !
Sequence Result 41 23 /
Sequence Result 44 23
Sequence Result 59 23
Sequence Result 60 23
Sequence Result 63 23

View Patents
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Filter by @ Substances (6) Sort: Relevance ~  View: Partial ~
Multiple CAS RNs Associated with this X N
~ Commercial Availability ; ! =
References «
Sequence Not Available (6) =
~ Reference Role 1 2 &
Properties (6) 1454337-54-2 ~ 1451688-30-4 s 1427477-48-2 s
Biclogical Study (5) =] =] =]
Therapeutic Use (4) Image Not Available Image Not Available Image Not Available
Uses (4) Unspecified Unspecified Unspecified
Protein (synthetic clone AE1236) 98: PN: WO2013122617 SEQID: 102 Protein (synthetic clone AE1236)
Pharmacokinetics (3) ) . unclaimed protein ; i
Protein/Peptide Sequence P Protein/Peptide Sequence

View All Sequence Length: 1024 Protein/Peptide Sequence Sequence Length: 1024
Sequence Length: 1024
v Substance Class

: 2 2 1
v S References References Reference
v Metals
~ Regulatory Information i 2 g
AGSPISTEEGISTEERSE
YT e SR - Bioactivity Indicator 1384912-83-7 R N 1338302-41-2 R N 1338291-97-6 R N
PESGEGTSESATPES
. ] ! Not Availabl [ Not Availabl 1 Not Availabl
— EREEETET Target |nd|cat°r image Not Avallable image Not Available mage Not Available
EPSEGSAPGSPA - Unspecified Unspecified Unspecified
= e ggscarchwith iResults XTEN protein (synthetic clone AE1236) Extended recombinant protein AE1236 Protein/Peptide Sequence

(synthetic)

TSGIETFGTSESATFESGFGSEPATS Sequence Length: 1024
TPESGEGSEPATSGSETEG P3EGSAPGTSE
SGPGTSTEFSEGSAPGSEPATIGIETEGTSTEE
AGSPTSTEEGTSESATFESGPGSERA
AGSPTSTEEGT 2 Tz ETPGTST g1 g 1

EPSEGIAPGSEP Reference Reference Reference

Protein/Peptide Sequence
Sequence Length: 1024 Protein/Peptide Sequence
Sequence Length: 1024
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CDR1 VFPLAPSSKS

References
CDR2 TSGGETAALGC

= Suppliers
CDR3 LVKDYFPEPV

<> Biosequences

|

Searching for... Biosequences
o Al Enter a protein string, or upload a .txt or .fasta file. Learn more about Biosequence Search.
L=I-]
BLAST CDR Motif Upload Sequence Clear Search
© Substances
Limit Total Sequence Results to:
B Reactions

X 100 -

X Q Start Biosequence Search

https://scifinder-n.cas.org/help/#t=Searching_in_SciFinder-
n%2FBiosequence_Search%2FBiosequence_Search_-
_CDR.htm&rhsearch=CDR&rhhlterm=CDR&rhsyns=%20
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CDREEEER

JE IV Hquery R — A EL
# %2 A~CDRIX [f]subject 541 [H) £ =
skt Bl N ECT, B S Apply BIAT
AEVLHCH A4 R

FiReset segments, FJ B HTIE AT
BILE 54

Query Coverage % =coverage/query
Subject Coverage % = coverage/subject

Alignment Identity % = matches/query

Copyright 2021, American Chemical Society. All rights reserved.

CDR Segments

Select a segment below to view
individual or intersecting COR
results.

DRI COR2
Bl
9
CDR3
Bioscape Analysis

Wisually explore sequence
similarity with & new too!
Learn more sbout Bioscape.

Create Bioscape Analysis

Filter Dy

A EValue

o - w1 -
~ Query Coverage %
Cr—)
0 o 100

~ Subject Coverage %
Cr—)
o w100

~ Alignment Identity %
C—)

Q to 100

<> Biosequences o

Query Details ~ View Less

> CDR1
VFPLAPSSKS

> CDR2
TSGETAALGD

» CDR2
LVKDYFPEPY

'fﬁw

View: Expanded ~

Alignment Identity: 100%

Matches: 10
Mismatches: 0

Alignment Subject References

Alignment Data
BLAST Scare: 79
E-Value: 0.00137694

DAz 1 LVKDYFPERY 18
LT

s 146 LVKDYFPEPV 155

@ References

Fe UL AE G
HEULHC P51 45 R
R e 51 B R SR

Alignment Identity 100%

Matches: 10
Mismatches: 0

)

Alignment Subject References

Alignment Data
BLAST Scare: 79
E-Value: 0.00137694

@ References
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CDREEEER

T query =/CDRIX #
B UCHC F191A4N 3 41 45 B

CDR Segments
Select a segment below to view

individual or intersecting COR
results.

CDR1 CDR2

CDR3

Reset Segments

Bioscape Analysis

Visually explore sequence
similarity with a new tool.
Learn more about Bioscape.

Filter by

~ EValue
1] - to 10° -

# Query Coverage %
C—)

a w100

~ Subject Coverage %

(D —)
a o 100

~ Alignment Identity %

L —————————)

a tw© 100

<> Biosequences e

Query Details  View Less

v Expanded -

> CORL
VFPLAPSSKS
> CORZ
TSGRTAALGC
> CDR3
LVKDYFPEPY
Alignment Identity: 100%
_CDR3
r
10 Matches: 30
Mismatches: 0
subject (1 [ TT c-l?@
0.C)
CDR2
View Less ~
Alignment Subject B Referances
D147 2H -
O[] AR 7HSLAIF|7HOJAR
2185 A | 5eq ID No: 88
Anti-cd147 antibody
Assignee: DAIICHI SANKYO COMPANY, LIMITED
EP3660155 A1 | Seq ID No: 88
IMCO4TIRE
Assignes: E—=2badr
CN111051513 A | Seq 1D No: 84
v
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Searching for... Biosequences

o Al Enter a protein or nucleotide string. Learn more about Biosequence Search.
oo A

& Substances BLAST CDR Motif

B Reactions [5G]x{4}GK[DT]

& References

® Suppliers

<> Biosequences

Advanced Biosequence Search ~

Query Coverage % @ E-Value @

90 10 ~

Clear Search

Sequence Type:

Limit Total Sequence Results to:

100 -

Q Start Biosequence Search

Reset All

https://scifinder-n.cas.org/help/#t=Searching_in_SciFinder-
n%2FBiosequence_Search%2FBiosequence_Search_-
_Motif.htm&rhsearch=motif&rhhlterm=motif&rhsyns=%20
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M ot I f*ﬁ % ’en % Motif Search Details & Bioseq uences (oo View: Expanded -

Sequence Type: Protein

Query Coverage: 90% Query Details  View More
E-value: 10

> Seq 1: 1 SXXXXGKD 8 -
Bioscape Analysis
Visually explore sequence 1 Alignment Identity: 87.5%

similarity with a new tool.
Learn more about Bioscape.

Create Bioscape Analysis

Matches: 7
Mismatches: 1
Filter by
~ E-Value
0 - to  10° . View Less ~
—
~ Query Coverage % Alignment Subject References § References
kJ O Alignment Data
0 o [ 100 BLAST Score: 78
E-value: 0.000435191
~ Subject Coverage % Q 1 SXXXXGKD 8
p . 111111
o O s 71 XXOXXGKD 78
0 to 100
~ Alignment Identity % 2 Alignment Identity: 87.5%
O O
0
0 to 100

Matches: 7
Mismatches: 1

Subject 1 51
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YIBURBMAF: ZFR. AAHS. CAS RN, etc.
ZEFIREZ . Substance. Markush
SR K22 substance key words, research topic

Biosequencefti 2 : protein & nucleotides sequences code(BLAST/CDR/Motif)
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