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About me

Associate Editor of Genome Biology

Graduated from New York University with a PhD
in Environmental Health Sciences,

Have long histories with Shanghai Jiaotong
University and NYU

Joined Genome Biology in January 2016.
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Center | No. 989 Changle Road

« Xuhui District | Shanghai | China 200031
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genomics

Genome Biology

Launched in 2000
Outstanding Open Access journal for research in

Open Access can = high impact

Ranked No.1 in Life Science OA journals by GoOA
BioMed Central3® /& T Springer Nature{ti i
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Genome Biology: scope PX{Genome Biology

e QOutstanding genomic research in all areas of biology and
biomedicine

e Genomics as a tool

* The biology of genomes (and proteomes, epigenomes, etc)
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¢ Genome Biology
Our aims: high visibility for our

authors’ work

GEN News Highlights \

February 1, 2017

BT "

zenetic Enginesring & Biotechnology News

AP CRISPR Variant Produces Tuberculosis-

LENEINEE D acistant Cows

Find out more >

World's first tuberculosis-resistant

cows are created in China using 'cut
1 o e Science Ticker kgl]
and paste' gene-editing techn

CRISPR used in cows to help
fight tuberculosis
« This allowed them to insert a new gene into the cow’s genetic_ -

« Researchers used gene editing technology, known as CRISPF

« When exposed to bovine TB bacteria the researchers found tigss
animals showed an increased resistance
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Genome Biology

Our aims: excellent customer service

*Fast. Proactive. High quality.

“All of us are pleased to have the chance to contribute to science community, especially
through your open access publication system. We find overall, the review process of
Genome Biology has been excellent and we are grateful for your work.” — Professor Jong
Bhak, UNIST, South Korea

“I would also like to thank you for your very professional handling of our manuscript. Your
clear communication regarding what has been required from our side has helped a lot and
we are all impressed by your work. | wish more editors would work like you do.” — Dr
Anders Andersson, Royal Institute of Technology, Sweden

“It's such a wonderful opportunity to interact with you and to have our manuscripts
considered by Genome Biology. The transparency of the journal and the way the
manuscripts are handled in a fair, balanced and insightful way should be commended.” Dr
Jorge Reis-Filho, MD, PhD, Memorial Sloan Kettering Cancer Center, USA

SPRINGER NATURE



Provide excellent service and make an impact in
China Genome Biology

< Back BioMedCentral

* Dedicate an in-house editor in China
e 2 Sl every year to promote excellent

research

 WeChat promotions for Chinese audience Genome Biology!5F20174F IS4 e i 1E
MRIMIRERISTRERM B EEEDS
. . . KRBT EAOIER, KBRBHIAKZERN
* Special handling (fast track peer review by Nathan Springer L\ R BB R L A 5240
Claudia KdhlerN 818 {E A4S HB 45 FI RO & 2 4
g, S ENEE S T RS TR
EBM/personal favour) per request :E;Jﬁ;ﬁg;fé‘ﬁﬁﬂ”’*7*"%*”“&
8] L =) Ao

MAEMEFANRIRE, HEELEERmRET

SPRINGERNATURE



{ Back BioMedCentralF i ZREYH ik

o _ 2042 Clickthrough

Y
1\|f RESEARCH
Quantifying the mapping precision of genome-wide association studies

using whole-genome sequencing data

'/OJ’IQ ] na |{, 2 O ‘| 7_ 05 - 1 6 B M C Er:l . Understanding the mapping precision of genome-wide association studies (GWAS), that is

the physical distances between the top associated single-nucieotide polymorphisms

B[DM e-d C e ntra | ”;FF Eﬂﬁﬁﬂ Hj H& (SNPs) and the causal variants, is essen...

Yang Wu, Zhili Zheng, Peter M, Visscher and Jian Yang

Genome Biology 2017 18:86
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Who are we? Our in-house editorial

team Genome Biology

Louisa Flintoft, PhD, Editor

14 years of editorial experience

BioMed Central employee

* Professional manuscript handling editors
_All have PhDs  Editorial Assistant
* Specialize is different areas of genomics -Answers author queries

-Handle manuscripts

-Organize peer review and article promotion SPRINGER NATURE



Genome Biology

How we make decisions

Who is involved? How we decide

 In-house editorial team Scope

* Peer reviewers Scientific soundness

* Editorial board — for advice Advance over previous work

Interest levels

Ethical requirements

Open science requirements

SPRINGER NATURE



Genome Biology
Sharing gets you cited

200

Sharing Detailed Research : T
Data Is Associated with :
Increased Citation Rate.

100
1

Piwowar HA, Day RS, Fridsma DB (2007)
PLoS ONE 2(3): e308.
doi:10.1371/journal.pone.0000308

Mumber of Citations in 2004-2005

T T
Data Mot Shared (n=43) Diata Shared (n=27)

Every 10 datasets collected contributes to at least 4 papers in the
following 3-years.

Piwowar, HA, Vision, TJ, & Whitlock, MC (2011). Data archiving is a good investment Nature, 473

(7347), 285-285 DOI: 10.1038/473285a
SPRINGER NATURE



Read more of our reasons here

https://genomebiology.biomedcentral.com/articles/10.1186/s13059-015-0850-7

( ) BioMed Central

Genome Biology

HOME ABOUT ARTICLES SUBMISSION GUIDELINES

COMMENT OFEMN ACCESS

Five selfish reasons to work reproducibly

Florian Markowetz 245

Genome Biology 2015 16:274 | DOL: 10.1186/513059-015-0850-7 | © Markowetz. 2015
Published: 8 December 2015


https://genomebiology.biomedcentral.com/articles/10.1186/s13059-015-0850-7
https://genomebiology.biomedcentral.com/articles/10.1186/s13059-015-0850-7
https://genomebiology.biomedcentral.com/articles/10.1186/s13059-015-0850-7
https://genomebiology.biomedcentral.com/articles/10.1186/s13059-015-0850-7
https://genomebiology.biomedcentral.com/articles/10.1186/s13059-015-0850-7
https://genomebiology.biomedcentral.com/articles/10.1186/s13059-015-0850-7
https://genomebiology.biomedcentral.com/articles/10.1186/s13059-015-0850-7

_ ] Genome Biology
Our Open Science requirements

* All data must be made available
* Preferably in a large international repository

e Data must be available BEFORE ACCEPTANCE

e All software and code must be made available
ON SUBMISSION

* Implementations must be in an open repository
All software must have an open source licence

Short Ggr?eﬁ:lvzﬁaﬂons % SDC International Nucleotide Sequence Database. Collaboratlon
ol | ’ W . a®
?. a*¥ Y Sen
C’(;J'r?g??nphenu me Y N u / L QJsggnggkLﬂzlgoEg!’ GitHub
SU™
DRYAD

. ﬁgshare CﬁO - Sourceforge



Examples for relevant repositories

DNA/RNA sequencing: GEO/ENA/DDBIJ (these
are mirror databases)

Raw sequencing reads: SRA

DNA sequences, genome assemblies, sequences
of non-coding elements etc: GenBank

Variation data: dbSNP, EVA, dbVar, DGVa
Microarray data: ArrayExpress/GEO

GWAS: dbGap(gated), EGA (gated) please note
that these databases may not accpet GWAS
results for non-human species

Proteomics mass-spec data:
ProteomeXchange(PRIDE)

Protein interaction data: IMEx consortium



Transfers

. nature —< AN
Genome BIOIOgy COMMUNICATIONS .

Epigenetics

Gn-n\c Biology gGenomeMedicine s & Chromatin

(smc OFfv7s

Genomics
BMC BMC
Bioinformatics Genetics
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Think about publication from the start

 What are the standards for your journal(s) of choice?

* Read a lot of papers
* Designing your study

e Replication and validation

Record your methods and results carefully

* Organize your data

Get ethical approval .

Genome Biology




Think about publication from the start

 What are the standards for your journal of choice?
* Designing your study
e Sample size and statistical power

e Replication and validation
* Record your materials, met
* Organize your data
* Get ethical approval

ds and results carefully

Statistical
Power

A frequent
rebuttal point!

Reject Null ‘ ’ Fail to Reject Null

Genome Biology




Think about publication from the start

 What are the standards for your journal of choice?

* Designing your study

* Replication and validation

e Record your material ethods and results carefully
* Organize your data
* Get ethical appro

One of the reasons we
reject before review! So
read more published
articles to get your
ommon sense straigh




Think about publication from the start

 What are the standards for your journal of choice?

* Designing your study

* Replication and validation

e Record your materials, methods and results carefully
* Organize your data
* Get ethical approval

ecause the publicatio
of your article doesn’t
mark “the end” of the
story.




Think about publication from the start

 What are the standards for your journal of choice?

* Designing your study

* Replication and validation

e Record your materials, methods and results carefully
* Organize and store your data

* Get ethical approval
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Think about publication from the start

 What are the standards for your journal of choice?

* Designing your study

* Replication and validation

e Record your materials, methods and results carefully
* Organize your data
* Get ethical approval

* Informed consent
* Consent to publish

e o
Genome Biology




Writing your paper

Genome Biology



Writing your paper

ldentify your main message
* Write your introduction around it
* Present your results to support it
Be clear about what you did and how

Keep key information in the main text
Be objective about your work

S =
=% Main Idea

Genome Biology



Writing your paper

* |dentify your main message

* Be clear about what you did and how
 Materials and Methods

e Keep key information in the main

text

* Be objective about your work

Genome Biology



Writing your paper

* |dentify your main message
* Be clear about what you did and how
* Keep key information in the main text

Especially important if you prepared the first draft for
Nature journals

Ask your co-authors to check
* Be objective about your work

Genome Biology



Writing your paper

ldentify your main message

Be clear about what you did and how
Keep key information in the main text
Be objective about your work

e Reviewers will be!

e Consult language service?

e o
Genome Biology




Choosing a journal

this is critical for keeping the time short from
submission to publication

e o
Genome Blology »{GenomeMedicine

2%
Gn-n\c Biology @E Medicine i‘z}

S

‘.=0 Breast Cancer (. " MOLECULAR CLINICAL
o CANCER EPIGENETICS

I I )
Gr;c BMC Gn:c

Genomics Bioinformatics Cancer

?
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How to keep the time reasonably short

from submission to publication——
[Ask yourself:] ReSeaTCh ArtiC

* |s there surprising findings, or everything is
confirmatory?

e |s there sufficient validation of method used?

* |s there sufficient biological/functional follow
up included

* |f wet-lab validation not feasible, is there any
datasets published that can serve the purpose?

K

Genome Biology




How to keep the time reasonably short

from submission to publicatic

[Ask yourself: ]

method AT

Is my method of broad application and
Where is similar methods published

How much does my method outperform the
others

What’s the major obstacle in the field, does my
method address the problem?

Has sufficient datasets included in the
comparison?

Has sufficient details of all method setting
included?

K

Genome Biology




How to keep the time reasonably short
from submission to publication

 Communicate with editors:
» Presubmission inquiry
» Revision requirements

» Email or phone call
» WeChat?

{/Genome Biology



Submitting your paper

Check journal formatting guidelines

Title

e Abstract

Cover letter

Genome Biology




Why you need a good title, abstract and cover
letter

* Editors are
busy! (and who
is not?)

°* You have one
chance to
impress them.

* Make a good
first impression

Genome Biology




Writing a good abstract

What are editors looking for?(go back to the Qs before
submission)

Scope

Advance

Appropriate methods and study design
Sample size and statistical power

Interest level (varies between journals)

Things to avoid:

Lists (for example, of gene names)
Acronyms and abbreviations

Lots of technical detail

Genome Biology




Example of a good abstract

Explains importance of topic
Background
Embryc:mc lethality is a recognized phenotypic expression of individual gene mutations in model

owever, identifying embryonic lethal genes in humans is challenging, especially when the
is manifested at the preimplantation stage.

Results <€ Informative but succinct

In an ongoing effort to exploit the highly consanguineous nature of the Saudi population to catalog
recessively acting embryonic lethal genes in humans, we have identified two families with a female-
limited infertility phenotype. Using autozygosity mapping and whole exome seguencing, we map this
phenotype to a single mutation in TLEG, a matemal effect gene that encodes a member of the
subcortical maternal complex in mammalian oocytes. Consistent with the published phenotype of
mouse Tle6é mutants, embryos from female patients who are homozygous for the TLE6 mutation fail
to undergo early cleavage, with resulting sterility. The human mutation abrogates TLEG
phosphorylation, a step that is reported to be critical for the PKA-mediated progression of cocyte
meiosis II. Furthermore, the TLE6 mutation impairs its binding to components of the subcortical

maternal complex. ..
P J Clearly indicates novelty and advance

Conclusion

this first report of a human defect in a member of the subcortical maternal subcritical maternal
omplex, we show that the TLE6 mutation is gender-specific and leads to the earliest known huma

embryonic e




Writing a good cover letter

This is a second chance you’ve got if editors don’t like your title or abstract, so value it!

e Similar principles to the abstract
e BUT don’t just paste the abstract

* The editor may not be expert in your specific area
e Explain more about the motivation for the study
* Explain why readers will be interested

* Make it really easy to tell how your findings provide an
advance

* Give key references in support (this is a support for interest
level)

Genome Biology




An example of an unhelpful cover letter

Dear Editor-in-Chief,

| have attached our interesting manuscript entitled “A Statistical Method for the
Publication of Manuscripts in the Best Journals” by Smith et. Al.

We wo ike to have the manuscript considered for publication in the journal
d_Genome Research.

Please let me know of your decision at your earliest convenience.

Sincerely,

Tom Smith , PhD.

Genome Biology




What your cover letter should include

1. Anintroduction stating the title of the manuscript and the journal to
which you are submitting

Dear Editor,

| am pleased to submit an original research article entitled “A novel family of
microRNAs has roles in stem cell differentiation” by Tom Smith and Sally Science
for consideration for publication in Genome Biology. We previously discovered a
role for one of these novel microRNAs in cancgr (citation), and this manuscript
builds on the prior study. ‘

CORRECT Journal name

Genome Biology



What your cover letter should include

2. The reason your study is important and relevant to the journal’s readership

3. The question your research answers /

“This family acts through a previously unrecognised mechanism”

novelty

“We show for the first time that these microRNAs regulate early stem cell

differew vitro and in vivo”
Advi

Ance
“Recent studies on this topic have been published in Nature, suggesting that
this is an area of broad interest (see references 1-3)” \

“These findings should be of interest to anyone working on noncoding RNAs or
early stem cell differentiation” <€ Interest levels

4. Your major experimental results and overall findings
5. The most important conclusions that can be drawn from your research
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Responding to reviewers and editors

 Different types of decision, is it a closed door
rejection, what is asked for revision?

* Choices after receiving reports
* How to respond to reviewers commgnts
* Dealing with rejection
* Appealing a decision

Genome Biology




Peer review is not a democracy

Reviewers often disagree with each

other
RIGHT WAY

Editors may overrule reviewers

Right Way Right Way

Editors, not the reviewers, decide
ultimately what is published

Genome Biology » .




Possible decisions after peer review

Accepted Revisions
v All main aspects of the % Further experiments
manuscript been assessed. needed (e.g. more controls)
v' The study has been judged ¢ Discuss limitations more
to be sound. clearly.
v Study meets the required ¢ Ensure data supports
threshold for the journal conclusions.

Genome Biology

Rejected
» Extensive revisions required

» Methods or controls not appropriate
» Lack of ethical approval or missing data.

»Inappropriate analysis of data

» Data do not support conclusions
»No novelty
»Misconduct, e.g. Plagiarism

» Unsuitable for journal scope or threshold.



Rejection — reasons why

Separating ‘scientific soundness’ from ‘interest levels’

Scientific soundness

/ Results are not sound \

Interpretation is
fundamentally flawed

Ethical concerns

Manuscript cannot be
published (in current form)

& /

Genome Biology

Interest levels

ﬂot in scope for this journh
Not a big enough advance

Not of interest to this
journal’s readership

Manuscript suitable for a
different journal

Transfer offered

& /




Reading referee reports and editorial decision letters
— any questions?

oCan’t access one or more report

oReport mentions additional comments, but you can’t see them
oReviewer’s comments are unclear

oYou don’t agree with the revision requirements

oTimeframe for revisions isn’t feasible

Send a query to the journal as soon as possible

Genome Biology




Cover letter

oBe clear it’s a revision

oSay who the handling editor was

oState the previous manuscript ID number
oList what you’ve included

oConfidential comments — check where to
put them

Genome Biology




Resubmission after revisions

oCover letter
oPoint-by-point response
oManuscript with tracked or highlighted changes
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Dealing with rejection

Genome Biology




You’re not alone!

o High-impact journals have rejection rates of 90-95%
o Varies by field

o Everyone has been rejected at some point, usually often




Reacting to rejection

oSleep on it!
oConsider all your options
oConsult your co-authors

oAsk for clarifications if needed

oUse comments and criticisms to improve your paper

Genome Biology




Options after rejection

oRevise your manuscript
oChoose another journal
oSubmit a rebuttal

oConsider a transfer

Genome Biology




Transfers

oFor papers rejected because of interest level or scope
oEditor suggests a transfer to a suitable journal
oUsually within the same publishing company
oUsually to a lower impact journal

oBefore peer review

oAfter peer review (reports are passed on too)

Benefits of transfers
oSaves time finding another journal

oYou may get an offer of guaranteed peer review
oContinuity in the peer review process

Genome Biology




SUMMARY

* Think about publication from the start

* Be clear about what your main conclusions are

* Spend time on a good title, abstract and cover letter
* Respond thoroughly and factually to referee reports
* Don’t be afraid to appeal or contact editors

* If you are rejected, sleep on it!

Genome Biology
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Visit our website
www.genomebiology.com

I’m happy to take questions !

My contact info

SPRINGER NATURE | Room 10-11,
42" Floor, The Center | No. 989
Changle Road

Xuhui District | Shanghai | China
200031

T: +86 (0)21 2422 5102
C:+86 1333 1981 036

Genome Biology

SPRINGER NATURE
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